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Mechanism Study on Rhizoma Drynariae against

Postmenopausal Osteoporosis Based on Intestinal Flora
WANG Jie' LI Yan®? SHI Wei' JIN Xin®> LI Lei® HOU Yan®
CHEN Xiaopeng® WANG Zhizhou' YU Xin®* JIANG Hongjiang'**
' The First Clinical School of Medicine, Anhui University of Chinese Medicine, Hefei 230031, China;
* Shandong Wendeng Osteopathic Hospital, Weihai 264400, Shandong China.
Abstract  Objective: To explore the mechanism of rhizoma drynariae on the prevention and treatment of postmenopausal osteopo-
rosis (PMOP) and its relationship with intestinal flora. Methods: 18 SPF female SD rats were randomly divided into model group
(OVX group) , sham operation group (SHAM group) and rhizoma drynariae group (OVXDEF group). The PMOP model was con-
structed surgically and continued to be given by gavage for 12 weeks. Blood sample was got from abdominal aorta before SD rats
were sacrificed. Serum samples, bilateral femurs and intestinal feces were collected for bone transformation marker detection, bone
microstructure analysis, the expression levels of Wnt/B-catenin-related proteins in bone tissue, and gut microbiota structure and
diversity were analysed. Results; Compared with the OVX group, the SHAM group had significant differences in Th. N, Th. Th,
Tb. Sp, NTX-I, Wnt3a, B-catenin, RUNX2 and Shannon index (P<C0.01), and PINP, Chaol index and Faith-pd index was
statistically different (P<C0. 05). Compared with the OVX group, the Th. N, Tb. Th, Tb. Sp, PINP, NTX-I, Wnt3a, -
catenin, RUNX2 and Shannon index of the OVXDEF group were significantly different (P<Z0.01), Chaol index was statistically
different (P<C0. 05), Faith-pd index was not statistically different (P>>0. 05). Conclusion: Rhizoma drynaria may reduce bone
loss in PMOP model rats by increasing the abundance and diversity of intestinal flora, regulating the structure of intestinal flora
and mediating Wnt/-catenin signaling pathway.
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