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Abstract Objective: To explore the expression levels of insulin-like growth factor binding protein 2 (IGFBP2) and epider-

mal growth factor receptor (EGFR) in synovial tissues of patients with knee osteoarthritis and their clinical significance.

Methods: 75 patients with knee osteoarthritis who underwent
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surgical treatment during March 2019 to March 2021 were
selected as the research group, and 78 patients with non-
knee osteoarthritis who were treated during the same period
were selected as the control group. The synovial tissue sam-

ples of the patients were obtained during the operation for re-
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search. Real-time fluorescence quantitative PCR (qRT-PCR) was used to determine the expression levels of IGFBP2 mR-
NA and EGFR mRNA in the synovial tissues of all subjects; immunohistochemical method was used to determine the neg-
ative and positive of IGFBP2 and EGFR proteins in the synovial tissue. The relationship between the expression levels of
IGFBP2 and EGFR in the synovial tissue of patients with knee osteoarthritis and the clinicopathological characteristics of
the patients were analyzed. Spearman method was used to analyze the correlation between IGFBP2 and EGFR in synovial
tissue of patients with knee osteoarthritis. Results; There was no significant difference in gender, age and body mass index be-
tween the two groups (P>>0. 05). The IGFBP2 mRNA expression level and protein positive rate in the synovial tissue of the
study group were significantly higher than those of the control group, and the EGFR mRNA expression level and protein positive
rate were significantly lower than those of the control group (P<C0. 05); the expression of IGFBP2 and EGFR proteins in the
synovial tissue of patients with osteoarthritis was negatively correlated (r=—0. 357, P<(0. 05); the expression of IGFBP2 and
EGFR in the synovial tissue of patients was related to the course of the disease, the severity of the disease, the level of inflamma-
tion in the body and the level of cartilage metabolism (P<0.05). Conclusion: The level of IGFBP2 in the synovial tissue of pa-
tients with knee osteoarthritis increases and the level of EGFR decreases, and there is a negative correlation. The levels of
IGFBP2 and EGFR can obviously reflect the severity of disease of patients, and may provide a reference for clinical diagnosis.
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