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Efficacy of miRNA-34a on the Osteogenic Differentiation of

Synovial Fibroblasts in Ankylosing Spondylitis and Its Mechanism
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Abstract Objective: To investigate the efficacy of miRNA-34a on osteogenic differentiation of ankylosing spondylitis (AS)
synovial fibroblasts and its mechanism. Methods: Synovial fibroblasts were divided into normal group (cells from patients
with traumatic fractures) , AS control group (cells from patients with AS), AS+NC group (transfection negative control
and treatment of AS cells with TGF-81 and BMP-2) and AS + miRNA-34a mimics group (transfection of miRNA-34a
mimics and treatment of AS cells with TGF-81 and BMP-2). The expression levels of miRNA-34a and osteogenesis-related
genes ALP,OCN, Runx2 mRNA., as well as Notch signaling pathway Notchl receptor and its downstream target gene
Hesl mRNA in the cells of each group were detected by RT-PCR. The Notch signaling pathway activator rhNF-¢kB was
added into the cells containing miRNA-34a mimics, and the expression changes of ALP, OCN and Runx2 mRNA were
observed. Results; Compared with the normal group,the expression of miRNA-34a in AS control group and AS+ NC group
was decreased,and the expression levels of ALP,OCN,Runx2,Notchl and Hes] mRNA were significantly increased (P<<
0. 05). Compared with AS+ NC group, the expression of miRNA-34a in AS+ miRNA-34a mimics group was increased,
while the expression levels of ALP,OCN,Runx2,Notchl and Hes] mRNA were significantly decreased (P<C0. 05). The
inhibitory efficacy of miRNA-34a mimics on ALP.OCN and Runx2 mRNA were reversed after giving rhNF-«B. Conclu-
sion; miRNA-34a can inhibit the osteogenic differentiation of AS synovial fibroblasts by regulating the Notch signaling

pathway.
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