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(HBE] BHY:483F COLIA2 £ H rs12077871 F» rs3737820 15 5 A I % A M 53 ik A B HE 1) &
RBERBELLAKFZ, Fik:5H& A 20063 A F 20135 3 AHK AT ERAETHRKS T
FREGT AFH HEAANE ARG EMENE R R EEFTHRBEARRE R LKL LR RERE 5 #)
KB HAEFE R RE AL ARG RERE (82 6 ARmAI M, KEFHMELEF IR K, IR
DNA.m AR &84k BB — & 3840 B8 (PCR-LDR) &% 5 #r @ #l 8 5 2+ 8 48 rs12077871 #»
rs3737820 45 A M A R FAA KA WM E, R A Jmbl-xF R ko AR Am X, ER rs12077871 1
EHEEAARALSE L ARRE S A AR AT BAZE 2 FAHLTFEL(P<0.05), M
rs3737820 kW B KA A L XL KA HME o AL mBl Afe st BAZ Y £ F LA TFEL(P>
0.05), &i:COLYIA2 rs12077871 1= A AW S A M EH TR AAFEENE T HERE LR H AR
Vo p e
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Abstract Objective: To explore the relationship between the gene polymorphism of rs12077871 and rs3737820 locus in
COL9A2 and the postoperative recurrence of lumbar disc herniation in Han population in Gansu province. Methods: An a-
nalysis was performed on the patients with lumbar disc herniation who went to the department of orthopedics in Gansu
provincial hospital of traditional Chinese medicine( TCM)and was treated with operation from March 2006 to March 2013.
In addition, their age and gender were matched. The patients who had no recurrence and no clinical symptoms after the mi-
cro endoscopic discectomy(MED, 95 cases) were divided into the normal group. And the other who had recurrence and clin-
ical symptoms after MED(82 cases) were divided into the case group. First,the blood sample of the two groups were col-
lected. Secondly, the DNA was extracted from the sample. Then the genotype and allele frequency of rs12077871 and
rs3737820 between the normal and case group were analyzed by PCR-LDR. Finally, the correlation of genotype was ana-
lyzed according to the ways of the case-control study. Results: The genotype and allele frequency at rs12077871 locus had
significant difference between the two group(P<C0. 05). However, there was no significant difference at rs3737820 locus
between the two group(P>>0. 05). Conclusion: There is an association between the gene polymorphism of rs12077871 locus
in COL9A2 and the susceptibility of postoperative recurrence of lumbar disc herniation in Han population in Gansu Prov-
ince.
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UESE COLOAZ 253 K& PR 58 A8 44 15 Mk ] 25 18 A8 9 /8 1Y) &
JR ELAT 5 3 OCHEE , H COLOA2 B[ Trp2 4748 kA%
Frik 4%, SR E AT SE T COLIAZ JE R Z 48 M Xt +
LDH 1786 A% 45 B AR J5 19 5% W 38 oA UL AH OC 438, #F 5%
COL9AZ F [K] 22 25 M X IEAE [B] 8 58 0 AR J5 8% Bl fs
KRB i6I7 BAT HEE SO T COLIA2 SER 28
TEH DU NBE 9 734 XL 5 LDH AR J5 & & (A 3¢
PE,ZE# X LDH AR5 & & #3517 COLIA2 &2 5l + X 5k
WIS A5 PEAT 5 (rs12077871 H1 rs3737820 i ) AT T
30T RS IR .
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1.1 REMN%

XFH 2006 4F 3 H & 2013 4F 3 A BB P ERYS
B2 AT FARIAIT A 177 I HME 1] 5% 28 HAE R
HAT AV Kb LDH A7 8 M BR R )5 6 &
H G ARAE AR & (95 1) 44 >~ %t BB 21, LDH 17 86 4% i
FRA G 2 & HA I RAE R (82 1) 44 2y 5 491 21, R HX
I LA A
1.2 JEAE ] 4 258 HhRE B K12 Wi

D) S8 TR AR 5 B T RO SRR B JBORR AR i AR
GO R AR R R ARt B i E s 2) CT,
MR Sl A 3 52 6 A 0 TR R 90 BOAE ) 2 58 1 B
JoTHG A A S B A B B A1 2T A A BIOME A I
1.3 A B HEBR AR U

993 151 2 29 AR HE T2 AL TE A S0 L I R A A 45
AR R A . AEE - D RER IR B N OO L AT A TR
R AT 5 2) AR AIE 2 435 AH X Ry b 28 X HE L WL g B I
S S5 v ) — T, L BR AR v X BH P L T A S TR R 5
3RS (CT 5 MRI 9412 Wr 5 I PRAS 2 2 7 AH —
O 3~6 DN HIAET-RIGIT IR 5) SE K™ 5 5 i
TAES A1 5 6) A fad 415 B 4 B A 45 e A L TEE A Y O
)5 7> BRAE AT B 18] 48 58t L 9 H R 48 b B B B A
BRI B[R] — 32 7 B AT BEAZ 6 B T R 9. HEBR AR
THE < 1) I H A R AR AH OC 2 5 G EEHE 457 9 I g 455 2) 2B
FAEAET™ AR R 45 5 3) 5 A5 2 BEORE L I IR %E K}
AN T8 R 1) T ) AR AR R O KRR FN S R &

X B AN A PR - 1) [T i 4 o s e A
BEFEARIFITSE AR 2 W RN 55 sh ok B 505
I ZH U E 35 S 1R DU B 3) FE W . HEBR b
WE 1) AR FAT R0 ] 2 5 2) BEAE A7 A0 568 F: 45 A HoAtb
BT AR L) HH MR L5 5% .
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DDNA 2 B £ 2) B B, EB 44 8L, DNA
maker, DNA | ¥ 28 vp ¥, Tris, Bl iz, EDTA, 10 X
PCR Buffer,dNTP, Taq DNA B4 450 [ |- ¥l B
YR R A
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1.5 Jik
1.5.1 AMEIMIEFE 4 DNA 48 1DDNA I %A
B0 AT 4R B DNAL K I W FE 37 C ik, SR
DNA £ s 5 & $2 BUE DNA.

2)4> DNA [ %78 : (1) 225043 06 B 11k o 42 i
F R 5 R G DN Ase 12585 F /K85 B 100 £%, 56583
S E T I FLAE 260,280, 320 nm &b WO AE L F
260/280 ¥ Wr $2 Bt DNA A9 4l &, 260 1 320 i+ 55
DNA By# Bz . (2) ZEHs bl 5E e i K A DNA 1 58
PE: ] TAE ZEoh el 1. 5% ~ 2% O 5 e B9 1 35
EMEE IS o B U PR KB . FH B B W W 3 A 2 B, 1)
BB A 2 pL EB, U EB th 80 5 J5 ¥ 35
WEBARI A B PR 725 . TRBUIRHES 21 2 )5 - 4k A
T BT UK . KR DNA M8 2 pL 5
R ORGSR T RER T A L R 130 'V,
BFE] 40 min, #EAT R VK. HLUK S R Z 05 . 8 IS ik A
AN A AT A W B
1.5.2 PCR-LDR %% #IH] GENBANK %4 g £
i) COL9A2 5 M 42 )7 51 S FE 5, i K% 5 A AE Y
BHEA R R ST 5 50T &t A 17K A s kAT
B4R, rs12077871 {45 PCR 5|4k ATTT-
GTAICTTTGGTTATCTGTCTAT; F W 8l ¥ N
AGAATGGAGGGAGAGGGAA, rs3737820 fii i
PCR Fi#514 8 ACCATCTGTGCCAAGAGC, T i
214k ATTGCTGGAATCTCATTGTCT. PCR &
RARZ S 20 L7k 367 pl, 10X PCR Buffer 50 pL,
MgCl2 30 pL,dNTP 7 pl., Taq DNA 405 6 1,5
P20 pL. B 100 pl B0 18 A fF b iR 4324 31
I8 AN T B 24 pL. 1 B3R 18 A~ EP 4 i
A 18 Bl 35 i 19 DNA, 4 1 pL. #% BT 31 2 30
PCR U AF2)¥: 94 C #AE¥E 4 min, 35 /1§ BF .,
94 “CAs M 30 s5,36.5 ‘CiB & 1 min,65 “CZEf# 1 min.
PTEAEEH 65 “CAEMH 5 min. H4 % H PCR i BHE Y
EP &% A PCR ¢, Ji 8 iR % ¥ i 47 PCR 41,
LDR itk A 20 pL, HFeH R E 1 pL,PCR =
P=1 pL.Buffer 1 L. %48 0. 05 pL. LDR 2 &
Bh 95 C T2 #% 2 min, 94 °C 30 5,50 °C 2 min, 30 ¥
IR,
1.5.3 LA B LDR ™4, i H DNA i 5
ORI [ B DNA R B 52 6 B L AR 4 7= 9
BER/INH i L A,
1.6 Siil=Jrik

SHEsis JAFAG I P 41 35 X AL o3 A 2 545 & Har-
dy-Weinberg “FAfif i, W SPSS13. 0 3K iF 1758
W, THECRELSR A K50, P<<0. 05 2R A 41t
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2.2 COL9A2 A rs12077871 ;K rs3737820 fif j5 %2

VRS A

H 1A UL 2 K P 23 PR O A R AT A
Hardy-Weinberg - 2 £ . i W A F 55 A B AT R 14
PR, rs12077871 fi7 5 (%) 32 R B AE 2 41534 % 7 A
et L (P<C0. 01)  HAF S MR 50 L AE b 70 57 3 55
N4 2 )5 rs12077871 37 AL A/ T I 548 7 5
LDH BB A% AR JG & % 5 0E I, rs3737820 £ 5. 4%
e DA R0 75 955 {51 20 R0k B 1 22 ) 4 A 25 S TR i i 3 L
(P=0.871),

x1 RABREERBSH

995 1] 2 X R4 . .
FEHHY e s T g P 4% OR 95%CIV

rs12077871 82 95

AA 30 36.6 48 50.5 1. 00

AT 29 35.3 33 34.7 <C0.01 1.67 1.17~2.54

TT 23 28.1 14 14. 8 3.52 2.12~5.17
rs3737820

CcC 55 67.2 74 77.9 1. 00

CT 7 8.5 7 7.3 0.871 1. 00 0.35~2.20

TT 20 24.3 14 14. 8 1. 89 0.69~2.04

T DR PR g 0 M AR,
2.3 COL9A2 3N rs12077871 1 rs3737820 i i &¢

A7 35 PR 43 i 15 5L

22 AT UL, rs12077871 S v e PR A A5 % A 55 19 4
FXF B4 oA 22 7 G832 7 L () P<<0. 01) 5
1M rs3737820 (145 {3 3 PRAT R 76 2 40 [|) 1) 79 13 25 5
Giit2E B L (P>0.05),

F2 WHCOLIA2 ZMEFES LR

, 9 151 21 Xt 1A 21
SNPs  ZfiidEp —— " r
B B B SR
A 86 52.4 128 67.4
rs12077871 <0.01
T 78 47.6 62 32.6
C 128 78.1 155 81.6
rs3737820 0. 365
T 36 21.9 35 18.4
3 it

WE A 1) 8% 2 i (LDHD J& 51 & T MR S A% -
S/ EERN ., B T ELR RGN BEE TR
TRYT I L S A I HE 18] 5 58 Y AE T AR VA T 19 2%
R N IR AR ETE PRI R R AR — A
9000 Ze A S AE K 2 HIHE ] B 1 B T R #BILAS T R 4F
57 B0 ARATI A — 020 AR R T B IR AN 22 A L
e R L AR Y I R A Y T G T
P22 A5 WA R R A 9 SMBHEOR LR A 38 24 1 2 e #
IR LTS B LR E 45 o LA R R A0 B iy R TR g
e MR/ G o Il 22 i ARG PRI 5 S BHLAR 7 A [R] 36
BN E o I fR] — BT A ] — 00 46D Hh B2 g A

FF 5 AR 23 Yo 28508 v T TGV A g

B 5 358 1% 5 2 I I 9T BR A H RTBIF 5T 2 B A0
by An AR RS PR A I R B A b st L L R X LDH &
R FEREAEAT IX B R E A (COLY) &8 .
2T 24 R FIME 8] 28 2 A 118 — A /0N 18 45 48 7 43 o Xof Ak ] 4%
AL ML MY SZ #, COL9 2 i COL9AL, COL9A2 i
COL9A3 FEH i i (1) =1~ o B (alsa2 Fl «3) 4 AL 57
TR =R AR BE T COLY 2878 23 5t /I BB AU ) Jx A
J5 (A I SR AR = A 52 e, I FH A B R B AR BUN B
RARK o (IX) B I B 11 A/ UK COLIAL FE A i
BEFRIR e B A I A () 4R AR R B R R
M TRP2(GIn326Trp) Al TRP3 (Arglo3Trp) Wi fl £
B 9IHE COLIA2 Fl COLIAS, I H 5 A a4
BASA ¥, TRP2 F1 TRP3 4543 5 F E 9 52 5B 47
P A A8 B A5 i A SCE 1 R B T A S M ] R
AR5 1) A 3 I R 2 A

Videman 21 1 k18 TRP2 45 7 3 B 5 #E 8]
FRARAE (Y B X 0 55 R A7 TRP2 % {7 3% [N
157 NHA 6 A (3. 8% ) Hi B AE 7] 5% 28 o i s 50 5
DR A0 A 2 T R IR 174 NEIEEA KB, T3%
(4 A8 B 1 220 SR MIRT K 2 b i) 485 0 A7 38 28 1
FI L 35t B BT R AR A DA A 2 R L %
TRP2 S5 5L K 5 9 s & A 2L 535, 9f H 804 44 h
N K BE A B 80 58 T X — & B, B AR R
MRI £ #r WMEEAE 30~39 % AF#% X [0] TRP2 4§ {3 3 [
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HE UM ] 8GR AR R P B A5 8 TR N 4 A% FE 40~
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AT TRP2 H 38 6 A% i 7™ 5 3R A XUBS: , T 78 105
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AR f Bl N 28 35 R 2 1) 3 ) 5 TUu 3 5
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R ZH A AR T 22 52 A e 12 3 30, B (A/T) YAz

mAE S 5 LDH 8 A% 4 BR R J5 2 & 5 1E Ik, 3

COLIAZ JEH rs12077871 A 5 22 25 1 X N\ A4 JIEE A [1]
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